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TOM TAT

Muc tiéu: Khao sét ty 16 céc yéu tb doc luc CagA, VacA cia vi khudn H.pylori va ty 1é céc kiéu hinh cta enzym
CYP2C19 trén bénh nhén (BN) viém loét da day té trang (VLDDTT) chua ting duoc diéu tri.

Doéi twong, phwong phap: Nghién ciru mé ta cét ngang thuc hién trén 216 BN VLDDTT bénh vién Quéc Té My
tir thédng 10/2019-9/2022. Kiéu gene CagA, VacA va kiéu gen ma héa cho enzym CYP2C19 duoc xac dinh béng ky
thuét PCR.

Két qua: C6 216 BN, tubi trung binh 42,85 + 11,76. Chiing H. pylori ¢6 déc luc CagA (+) chiém 72,69%, céc chiing
H. pylori c6 déc luc CagA (-) chiém 27,31%. Khéng cé sw khéc biét phén bé CagA theo gidi tinh (p = 0,488). Chiing H.
pylori mang déc luc VacA chiém 100% & nhém BN VLDDTT, trong dé kiéu s1m1 chiém ty Ié cao nhét la 50%. Khéng c6
sw khéc biét c6 y nghia gitra kiéu phan bé déc luc VacA va gidi tinh (p = 0,78). Cé sw khéc biét vé phan bé cua déc luc
VacA theo nhém CagA (+) va CagA (-). Nhiing BN VLDDTT c6 kiéu hinh CYP2C19 chuyén héa thubc PPI trung binh
chiém ty Ié cao nhét la 49,07%, kiéu hinh chuyén héa manh chiém 39,35%, kiéu hinh chuyén héa kém chiém ty 16 thép
nhét la 11,58%. Khéng c6 suw khac biét gitka kiéu hinh chuyén héa cta enzym CYP2C19 giira nam va ni¥ véi p = 0,454.

Két luan: O nhiing BN VLDDTT c6 nhiém H.pylori chwa tirng duwoc diéu tri, kiéu gen doc luc CagA (+) va kiéu gen
VacA s1m1 chiém wu thé. Béy la nhiing chiing c6 murc do tén thuong nang va murc d6 hoat déng manh hon céc ching
khac. BN c6 kiéu hinh chuyén héa thubc trung binh, va chuyén héa thuéc manh chiém ty 1é khé cao. O nhiing BN
nay cé thé bj thay déi sw chuyén héa ctia nhém thudc trc ché bom proton tir d6 dnh hudng dén két qua diéu tri bénh
VLDDTT ciing nhw énh huéng dén két quéa diéu tri tiét triv H.pylori.

Twr khéa: VacA, CagA, H.pylori, kidu hinh CYP2C19, viém loét da day té trang.
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Methods: A cross-sectional descriptive study was conducted on 216 patients with peptic ulcer disease at American
International Hospital from October 2019 to September 2022. The CagA, VacA genes, and CYP2C19 enzyme-encoding
genes were identified using PCR techniques.

Results: Among 216 patients, the mean age was 42.85 + 11.76. H. pylori strains with CagA (+) virulence factor
accounted for 72.69%, while CagA (-) strains accounted for 27.31%. There was no significant gender difference in
CagA distribution (p = 0.488). All patients with peptic ulcer disease harbored H. pylori strains with VacA virulence, with
the s1m1 type being the most common (50%). No significant difference in the distribution of VacA virulence by gender
was observed (p = 0.78). There was a significant difference in VacA distribution between CagA (+) and CagA (-) groups.
Patients with intermediate CYP2C19 metabolism phenotypes had the highest prevalence at 49.07%, followed by strong
metabolizers (39.35%) and poor metabolizers (11.568%). There was no significant difference in CYP2C19 enzyme
metabolism phenotypes between males and females (p = 0.454).

Conclusion: In untreated patients with H.pylori-induced peptic ulcer disease, CagA (+) genotype and VacA s1m1
genotype were predominant. These strains are associated with more severe tissue damage and higher activity levels
compared to others. Patients with intermediate and strong CYP2C19 metabolizer phenotypes were relatively common.
These patients may experience altered metabolism of proton pump inhibitors, which could impact treatment outcomes

for peptic ulcer disease and H. pylori eradication.

Keywords: VacA, CagA, H. pylori, CYP2C19 phenotypes, peptic ulcer disease.

I. PAT VAN PE

Nhiém khuén H pylori 1d mot trong nhiing bénh
nhiém khuan mén tinh phé bién nhat & nguoi, anh
hudng dén khoang 4.4 ty ngudi trén toan thé gisi, gy
ra cac van dé viém loét da day ta trang (VLDDTT),
ung thu da day [1]. Nam 2009, co quan nghién ctru
vé Ung Thu Qudc Té da xép H.pylori vao tac nhan
giy ung thu nhom 1 [2]. Dé ton tai trong mdi truong
acid khac nghiét cua da day nguoi, vi khuan H pylori
da san xuit ra nhiéu loai protein qui dinh gen doc luc
khac nhau nhu CagA, VacA, BabA, SabA va OipA.
Trong do, hai gen CagA (cytotoxin - associated gene)
va VacA (vacuolating toxin gene) dugc quan tam
nhiéu nhét vi san phdm cua chang duoc coi 1a hai
yéu t6 doc luc quan trong lién quan dén kha ning
giy bénh cta vi khuan nay [3]. Pap tng viém cia
ky chu trong trudng hop nhiém chung H.pylori c6
CagA (+) thuong cao hon so voi CagA (-). Pap tng
viém cang cao dan dén BN cang co nguy co bi loét
da day ta trang va ung thu da day. CagA duoc xem la
oncoprotein dau tién cta ching H.pylori. Cac ching
sl/ml 1a doc té bao nhat, tiép theo 14 cac ching s1/
m2. Nhiéu nghién ctru da chi ra rang nhimg ngudi bi
nhiém chung VacA s1 hodc m1 c6 nguy co cao bi loét
da day ta trang va/hoac ung thu da day so vdi nhiing
ngudi bi nhiém chiing s2 hodc m2 [3].

Diéu tri tiét trir H.pylori 1a mot trong cac bién phap
chii yéu gitip diéu tri VLDDTT, ngan ngira ung thur

da day. Tuy nhién, tinh da hinh ctia Enzym CYP2C19
lam thay doi su chuyén hoa cu thé 1a lam bat hoat
nhém thudc PPL. Tir d6 anh huong dén két qua diéu
tri BN VLDDTT ciing nhur anh huong dén két qua
diéu tri tiét trir H.pylori. Ty 1& xuét hién dot bién gen
ma hoéa cho Enzym CYP2C19 ciling khac nhau tuy
vao tung khu vuc chiing toc. Tai Viét Nam cac nghién
ctru vé tinh trang mang gen doc luc CagA, VacA ciia
vi khuin H.pylori ciing nhu tinh da hinh ciia Enzym
CYP2C19 trén bénh nhan (BN) VLDDTT con han
ché. Vi thé chiing t6i thuc hién nghién ciru nay nham
khao sat dac diém cac yéu t doc luc CagA, VacA cua
vi khuan H.pylori va ty 1& cac kiéu hinh ciia enzym
CYP2C19 trén BN VLDDTT do nhiém H.pylori
chua tirng duoc diéu tri.

IL. POI TUQNG VA PHUONG PHAP NGHIEN
CcUU

2.1. Pdi twong nghién ciru

Tét ca cac BN duge chin doan VLDDTT, ¢6
nhiém vi khuan H.pylori tai BV Qudc Té My tir
thang 10/2019 dén thang 10/2022.

Tiéu chuan chon mau: BN > 18 tudi, c6 triéu
chung tiéu hoa trén va ndi soi c6 viém hodc loét da
day ta trang; BN chua timg dwoc diéu tri H.pylori:
duoc xac dinh qua hoi bénh truc tiép Iuc tham kham
va ghi nhan trong ho so luu bénh 4n ngoai tra; Két
qua sinh hoc phan tir vé kiéu hinh CYP2C19 va doc
luc CagA, VacA.
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Tiéu chuén loai trir: BN ¢6 tién cin phau thuat
cit da day; BN dung thubc we ché bom proton, trc
ché thu thé H2 trong vong 2 tuan, dung Bismuth,
khang sinh trong vong 4 tuan trudc khi dén kham.
2.2. Phuong phap nghién ctru

Nghién ctru md ta cit ngang, chon mau thuan tién

C& mau tinh theo cong thirc:

le-mz x pll-p)
dZ

Trong do, a = 0,05, twong tmg Z, , = 1,96, chon
d =0,05. Trong nghién ctru trudc day ty 1€ ki€u hinh
enzym CYP2C19 kiéu chuyén héa kém trén BN
VLDDTT udc tinh khoang 7,57% [5]. Tu d6 udc
tinh ¢& mau tdi thiéu khoang n = 108.

Xac dinh CagA va VagA va kiéu hinh CYP2C19:

Tét ca BN duoc ndi soi chian doan va léy 04 mau
sinh thiét: 02 mau ¢ hang vi, 01 mau ¢ goc bd cong
nho va 01 mau ¢ than vi. Cac mau sinh thiét nay s&
dung dé thuc hién test uresase nhanh (CLO test) xac
dinh tinh trang nhidm H.pylori. Néu két qua duong
tinh s& tién hanh phuong phap sinh hoc phan tir:
tach chiét DNA bang hé thong tu dong Kingfisher-
flex, sau d6 thuc hién k¥ thudt PCR phat hién trinh
tu dac hiéu H.pylori trén kiéu gen VacA, CagA va
cac kiéu hinh CYP2C19

IIL. KET QUA

Doc lyc CagA: (+)/ (-)

Doc luc VacA: Trong gen VacA cé vung tin hi¢u
s va vung gitta m. Trong VacA s lai chia ra 2 tip sl
va s2, vung m cling chia la m1 va m2.

Cac kiéu hinh CYP2C19: giai trinh ty gen theo
phuong phap real-time PCR nham tim allele d6t bién
ml trén exon 5 va dot bién m2 trén exon 4 & nhidém
sic thé s6 10 c6 gen ma hoa cho enzym CYP2C19 [6]:
Chuyén héa manh (EM): genotype 1a wt/wt trén exon
4 va exon 5; Chuyén hoa trung binh (IM): genotype
1a wt/ml trén exon 5 hodc wt/m2 trén exon 4; Chuyén
héa kém (PM): genotype la ml/ml trén exon 5 hodc
m2/m2 trén exon 4 hoac ml/wt trén exon 5 va m2/
wt trén exon 4. Trong do: wt (wild type) la gen binh
thuong va m (mutation) 1a gen dot bién.

2.3. Xir Iy va phan tich sb liéu

Céc sb liéu thu thap s¢ dugc ma hoa nhap vao
Excel 2020, dugc xur 1y va phéan tich bang chuong
trinh R. St dung phép dém tan suat, tinh trung
binh, so sénh > 2 ty 1& % bang phép kiém Chi binh
phuong OR, CI 95%. Su khac biét c6 y nghia thong
ké p <0,05.

2.4. Pao dirc nghién ciru

Nghién ciru da thong qua Hoi Pong Pao Pic
trong nghién ctru y sinh hoc Truong Dai hoc Y khoa
Pham Ngoc Thach s6 537/ TDPHYKPNT-HDDD

Chung t6i chon duoc 216 truong hop thoa tiéu chudn dé dua vao nghién ctru. Pic diém chung cia mau

nghién ctru dugc thé hién ¢ Bang 1.

Bang 1: Dic diém chung

Tong s6 BN n=216
Tudi 42,85+ 11,76
Gisi Nir 107 (49,5%)
Nam 109 (50,5%)
BMI 23,68 + 3,69
VLDDTT 21,3%
Trao nguoc 9,26%
bai thao duong 6,02%
Tién cin Tang huyét ap 11,11%
Gia dinh nhiém H pylori 5,56%
Gia dinh ung thu da day 2,78%
Hut thuée 14 2,78%
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Tat ca BN trong déu c6 ghi nhan c¢6 hinh anh ton thwong da day trén ndi soi (Bang 2). Cac ching H.
pylori trén BN VLDDTT c6 doc luc CagA (+) chiém wu thé 72,69% va CagA (-) chi chiém 27,31%. Khong
c6 sy khac biét phan bd CagA theo gidi tinh (p = 0,488) (Biéu do 1).

Bang 2: Dic diém hinh anh t6n thuong trén noi soi

Loai ton thuong Tén suit (n) Ty 1€ % KTC 95%
Viém da day 216 100 97,82 - 100
Loét da day 33 15,28 10,87 - 20,83
Viém loét ta trang 23 10,65 7,01 -15,74
Trao ngugc thuc quan 78 36,11 29,78 - 42,94
Chuyén san rudt/ sinh thiét 27 12,50 8,54 -17,83

Biéu d6 1: Phan b doc luc cua cac chung H. pylori
C6 su khac biét co ¥ nghia thong ké ty 1& CagA(+) & BN ¢6 chuyén san rudt (Bang 3). Chung H. pylori mang
ddc luc VacA chiém 100% & nhém BN VLDDTT, trong do kiéu slm1 chiém ty 1€ cao nhat 1a 50%. Khong cé
su khac biét c6 ¥ nghia gitra kiéu phan bd doc luc VacA va gii tinh (p = 0,78, Fisher test) (Biéu d6 2).
Béang 3: Phan bd doc luc CagA theo dic diém ton thuong trén ndi soi da day

Pic diém ton thwong trén ndi soi ng(l;)(;- ) C::g(:;)g-) P
Viém da day n=216 157/216 (72,69) 59/216 (27,31) -
Loét da day n=33 22/33 (66,67) 11/33 (33,33) 0,399
Loét ta trang n=23 18/23 (78,26) 5/23 (21,74) 0,526
Trao ngugc da day n=78 54/78 (69,23) 24/78 (30,77) 0,3
Chuyén san rugt n=27 25/27 (80,76) 2/27 (19,24) 0,011
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Biéu dd 2: Phan b doc luc VacA cua chung H. pylori
C6 su khac biét vé phan bo cua doc luc VacA theo nhom CagA (+) va CagA (-). Trong nhom CagA (+),
kiéu VacA slm!l chiém wu thé 42,59%, con trong nhém CagA (-), kiéu doc Iuc VacA s1m2 chiém wu thé

18,06% (phép kiém Chi binh phuong, phép kiém Fisher) (Bang 4).
Bang 4. Phan bd doc luc VacA theo CagA

CagA (+) CagA (-)
VacA n (%) n (%) P
slml 92 (42,59) 16 (7,41)
slm2 61 (28,24) 39 (18,06)
s2m2 0 (0) 2(0,93)

p=0,003

s-ml 1 (0,46) 0 (0)
slm- 3(1,39) 2 (0,93)
Tong 157/216 59/216

Dot bién 1am mat hoat tinh ctia enzym CYP2C19 chi yéu trén exon 5 chiém 26,39% va dot bién trén
exon 4 chiém 4,17% (Bang 5). Kiéu hinh IM chiém ty 18 cao nhat 1a 49,07% (Bang 6). Khong c6 su khac
biét v& phan b kiéu hinh theo gi6i tinh (p = 0,454) (Bang 7).

Bang 5: Tan suit cac allele dot bién trén exon 4 va exon 5

Cic kiéu Allele Tén suit Ty 18 (%) KTC 95%
Allele khong dot bién(wt) 300 69,44 64,83-73,71
Allele dot bién trén exon 5 (m1) 114 26,39 22,35-30,36
Allele dot bién trén exon 4 (m2) 18 417 2,56-6,63
Tong 216 BN voi 432 allele 100
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Bang 6: Phan b6 kiéu hinh ciia enzym CYP2C19

Kiéu hinh chuyén héa Tén suit (n) Ty 18 (%) KTC 95%
Manh (EM) 85 39,35 32,86 - 46,23
Trung binh (IM) 106 49,07 42,25 - 55,93
Kém (PM) 25 11,58 7,77 - 1,67
Tong 216 100

Biang 7: Phan b kiéu hinh theo gi6i tinh
Kiéu hinh EM Kiéu hinh IM Kiéu hinh PM p
Nam 43,12% (47/109) 44,95% (48/109) 11,93% (13/109)
Nit 35,51% (38/107) 53,27% (57/107) 11,21% (12/107) proe
IV. BAN LUAN 4.2. Poc lue VacA

4.1. Poc lyc CagA

Két qua trén 216 mau H. pylori nudi cay thanh
cong, chung H. pylori doc luc CagA (+) chiém wu
thé 72,69%, cac chung H. pylori c6 doc luc CagA(-)
chi chiém 27,31%. Tuong tu két qua trong nghién
ctru ciia Thai Thi Hong Nhung CagA(+) 13 83,8%
[7], Tran Thién Trung 1a 91,3% [8], & Iran 1a 76%
va Iraq 1a 71% [9], cao hon nghién ctu cua Rania
14 53% [10], thap hon trong nghién ctru & Nhat Ban
CagA chiém khoang 90% va tuong quan dén ty 18
ung thu cao tai nude nay [11]. Két qua nghién ciru
cao hon nghién ctu ¢ Algeria CagA (+) 6 58% BN
[12], & Ai Cap 1a 53% [10] va ¢ Pakistan 1a 24,2%
[13]. Cac nghién ctru trude day chi ra rang, ty 1¢
CagA (+) trén nhitng BN nhiém H. pylori thuong
cao trén nhitng nguoi Chau A hon Chau Au, Chau
Phi. Pay ciing 1a bat loi hon vi day 1a cac chung H.
pylori c6 doc luc cao gay dap ung viém & CagA (+)
thuong cao hon so vdi chung H. pylori c6 CagA (-).
Dap tng viém cang cao dan dén BN cang ¢ nguy
co bi loét da day ta trang va ung thu da day. Ty 1¢
CagA (+) trén BN c6 chuyén san rudt khac biét co
¥ nghia thong ké so véi CagA (-) véi p = 0.011.
Chuyén san rudt 1a mot ton thuong tién ung thu va
c6 nguy co phat trién thanh ung thu da day. Cac
nghién ctru trude ddy cho thay gen CagA (+) phat
hién & nhom BN ung thu da day hon nhoém ching
[8]. CagA dugc xem la protein tién ung thu dau tién
cua chung H. pylori [4].

Chung H. pylori mang doc luc VacA chiém
100% & nhém BN VLDDTT, trong d6 kiéu sIml
chiém ty 18 cao nhét 1a 50%. Cac kiéu sIm2 va
s2m2 chiém ty 18 lan luot 1a 46,3% va 0,93%.
Kiéu gen slml va sIm2 trong nghién ctru cia
chtng t6i chiém ty 1& 1én t6i 96,3% cao hon cac
kiéu gen con lai, twong tw nghién ctru cua Lé Quy
Hung trén nhom BN ung thu da day thi kiéu gen
slml va slm2 chiém t&i 84,4%[14]. Tuong tu
nghién ctru tai Algeria, kiéu gen slml chiém ty
1¢ cao nhit 1a 59,88%[12]. C6 su khac biét vé
phan bd cua doc luc VacA theo nhom CagA (+)
va CagA (-). Trong nhém CagA (+), kiéu VacA
slml chiém uwu thé 42,59%, con trong nhom
CagA (-), kiéu doc lyc VacA sIm2 chiém wu thé
18,06%. Két qua nay twong tu nghién ctru cia
Rania chung H. pylori c6 ddc luc CagA+/VacA
slml chiém uvu thé nhéit (26/60, 43,3%) [10].
Diéu nay phu hop két qua cia Memon Ameer véi
kiéu gen slml 1a kiéu gen phd bién nhat trong
quan thé chau A [13]. Pay ciing 1a kiéu gen luu
hanh cao ¢ khu vuc Brazil, Mexico va Chau My
Latinh [15]. Cac chung s1m1 1a doc té bao nhat,
tiép theo 1a cac ching s1m2. Nhiéu nghién ctru &
céc nu6e phuong Tay, bao gdm My Latinh, Trung
DPong va Chau Phi, di chi ra rang nhitng ngudi bi
nhiém ching VacA s1 hodc m1 c6 nguy co cao bi
loét da day ta trang va/hodc ung thu da day so véi
nhitng ngudi bi nhiém s2 hodc m2 [16].
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4.3. Tén suét cac allele dot bién trén exon 4 va
exon 5 cia gen ma héa CYP2C19

Gen m3 hoa Enzym CYP2C19 nim trén nhiém
sac thé sé 10. Allele nguyén thuy dwuoc ky hiéu
la wt hay CYP2C19*1 c¢6 day du hoat tinh cua
enzym. Dot bién m1 trén exon 5 hay duoc goi la
CYP2C19%*2, va dot bién m2 trén exon 4 hay con
goi 1a CYP2C19*3 1am mét hoat tinh ctia Enzym.

Két qua nghién clru trong bang 5 cho thay
cac allele khong dot bién chiém ty 1¢ cao nhit la
69,44%, dot bién 1am mat hoat tinh cua enzym
CYP2C19 chi yéu xay ra trén exon 5 chiém
26,39%, con dot bién xay ra trén exon 4 chiém
ty 1& thap hon 4,17%. Tuong tu két qua nghién
ctru cua Tran Ngoc Luu Phuong cho théy allele
khong dot bién chiém 65,34%, dot bién lam mat
doan trén exon 5 chiém 28,69% va dot bién Xay ra
trén exon 4 chiém ty 1& 5,97% [5]. Trong nghién
ctru cua Wichittra ty 16 CYP2C19*1, CYP2C19*2
va CYP2C19*3 trén dan s6 nguoi Thai Lan lan
luot 1a 68%, 29% va 3%, trén dan ) Myanmar
lan luot 12 66%, 30%, 4% [17]. So sanh cho thiy
ngudi Viét Nam va dan s6 Chau A c6 phan bd tan
sudt allele kha tuong dong. O Chau A cho thiy
tan suat CYP2C19*2 dao dong khoang 25-36% va
CYP2C19*3 khoang tir 2,5-10% cao hon dang ké
& khu vuc Chau Au véi tan sudt CYP2C19%2 1a
15% va CYP2C19*3 1a 0,02% [18].

Enzym CYP2C19 duoc biét 13 mot enzym
chuyén hoa rat nhiéu thude va dic biét 1a thude PPI.
Pay 1a nhom thude vai tro quan trong trong kiém
soat pH da day va diéu tri tiét trir H. pylori. Cac dot
bién CYP2C19*2 va CYP2C19*3 lam giam hoat
tinh ciia enzym, c6 nghia 1a lam giam chuyén hoa
thudc va thai trir thube PPIL co thé c6 loi va gop
phan gia ting hiéu qua diéu tri H. pylori.

4.4. Phin bd kiéu hinh ciia enzym CYP2C19

Theo tac gia Goldstein néu khong c6 su dot bién
nao (wt/wt), s& c6 kiéu hinh chuyén héa manh, tirc
hoat dong ctia Enzym khong bi giam di, néu chi xuét
hién 1 allele dot bién (wt/m1 hodc wt/m2) thi sé cé
kiéu hinh Enzym chuyén hoa thude trung binh (IM),
tirc 1 hoat tinh ctia enzym chi giam mot phan, néu co
ca hai alllele dot bién (m1/m1 hoac m2/m2 hoac m1/
m2) thi s& c6 kiéu hinh chuyén hoa thudc kém (PM),
tirc 1a hoat tinh ctia enzym da giam dang ké [6].

Két qua trong bang 7 cho thdy BN VLDDTT c6
kiéu hinh IM chiém ty 1¢ cao nhit 14 49,07%, kiéu hinh

EM chiém ty 1& 39,35%, kiéu hinh PM chiém ty 1¢ thap
nhét 14 11,58%. Khong co su khéc biét gitra kiéu hinh
chuyén hoa ctia enzym CYP2C19 giita nam va nit véi
p = 0,454. Tuong tu nghién ctru cua Phan Trung Nam
ty 16 IM chiém cao nhét 13 47,5%, EM 41,5% va PM
11% [19] va nghién ctru cua Tran Ngoc Luu Phuong,
ty 1¢ BN c6 kiéu hinh IM chiém cao nhét 1a 49%, EM
va PM chiém lan luot 1a 43,43% va 7,75% [5]. Tuong
tw nhu trong nghién ctru cta Li He o Trung Qudc, ty 18
IM, EM va PM lan luot 13 45,62%, 40,96% va 13,42%
[20]. Khac hon so véi nghién ctu cua Rattanaporn.S
trén dan s Thai Lan, ty 18 cac kiéu hinh IM, EM va
PM lan luot 1a 42,98%, 50,82% va 6,64% [21]. Ty 1&
IM, EM va PM & nguoi da trang lan luot 1a 69%, 27%
va 3%, trong khi d6 & nguoi Chau Phi ty 1¢ nay lan
luot 14 62%,32% va 4% [22]. So sanh cac nghién ciru,
chiing t6i nhan thiy nguoi Viét Nam néi riéng va dan
s6 Chau A n6i chung co kiéu hinh IM chiém uu thé
nhét, tiép theo 1a EM va kiéu hinh PM chiém khoang
10%. Nguoc lai, dan s6 Chau Au va Chau Phi thi co
kiéu hinh EM chiém wu thé hon (thuong trén 60% dan
s0), kiéu hinh IM chi chiém khoang 30% dan sb va con
lai 1a kiéu hinh PM chiém khoang 5%. Nguoi Viét Nam
va dan Chau A s& c6 loi thé vé& dot bién chuyén hoa
thude cao hon so v6i Chau Au va Chau Phi. Su khac
biét v& muirc d6 chuyén hoa ciia enzym CYP2C19 d6i
voi cac thude PPI anh huong dén nong do thude trong
méu tir 46 anh huong dén hidu qua didu tri.
V. KET LUAN

Ching H. pylori ¢6 doc lyc CagA (+) chiém uu
thé 72,69% va CagA (-) chi chiém 27,31%. Chung H.
pylori mang doc luc VacA chiém 100% & nhém BN
VLDDTT, trong d6 kiéu sIm1 chiém ty 1& cao nhat
14 50%. C6 sur khac biét vé phan bd ctia doc lyc VacA
theo nhom CagA (+) va CagA (-). Chung H. pylori cd
kiéu gen doc luc CagA (+) va kiéu gen VacA slml
1a nhimg ching c¢6 mic d6 ton thuong nang va mic
d6 hoat dong manh hon cac ching khac. Nhiing
BN VLDDTT c¢6 kiéu hinh CYP2C19 chuyén hoa
thude PPI trung binh chiém ty 1& cao nhat 1a 49,07%.
Nhing BN ¢6 kiéu hinh chuyén hoa thudc manh c6
thé bi thay ddi sw chuyén hoa ciia nhém PPI tir d6 anh
huong dén két qua diéu trj bénh VLDDTT ciing nhu
anh huong dén két qua diéu tri tiét trir H. pylori.

Xung dét loi ich
Céc tac gia khang dinh khong c6 xung dot loi ich
doi voi cac nghién ctu, tac gia, va xuat ban bai bao.
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